68
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T BOE3 A 12H HEH

GIcNAc-Y VB sy —t (AGMI) (H&] GlcNAc-Y B A% —¥ (AGMI) [H&]
GlcNAc—phosphate mutase (5. 4. 2. 3) GlcNAc-phosphate mutase (5. 4.2. 3)

[H&] (H&] (W& ] [H&]
a-Z)Nary—+ (H&] a-7)azy—¥ [H&]
a -Glucosidase (3. 2.1.20) a—-Glucosidase (3.2.1.20)

[(HI5] (HI5] B-ZNaTy—¥ (bgA) TOLEZD L - OUT AN A

B-Glucosidase (3.2.1.21) Acremoninum cellulolyticus

B-7lary—¥ (bgl) (H&] B-ZNnasy—1 (bl [H&]
B-Glucosidase (3.2.1.21) B-Glucosidase (3.2.1.21)
B-Z a5 —1 (bgA) YSOIX -l s oA Chrax] Esidl
B -Glucosidase (3.2.1.21) Talaromyces cellulolyticus (Acremonium

cellulolyticus)
B-D-Z)ar¥—+t (W& ] B-D-Z)as¥—¥ (%]
B -D-Glucosidase (3.2.1.21) B-D-Glucosidase (3.2.1.21)

(W& 13 (5] (&)
TNV UEBTFe RO F—t (] TIWHIVETeROSF—t (%]
Glutamate dehydrogenase (1.4.1.4) Glutamate dehydrogenase (1.4.1.4)

IV EBTe ROy y—+ Pa— REF XE433-3 Corax] CHrag
Glutamate dehydrogenase (1.4.1.2) Pseudomonas sp. 433-3

Ty 2 UEEAKFEREFE (GLDH) (g@hA) (H&] TIvE 2 Bk #EREFE (GLDH) (gdhA) [W&]
Glutamate dehydrogenase (1.4.1.3) Glutamate dehydrogenase (1.4.1.3)

(%] (W& ] 1 [W&]
- NERIR TURE SR (W& ] r MR TR R [W&]
Keto acid dehydrogenase (1.1.1.-) Keto acid dehydrogenase (1.1.1.-)

a-7 FIAFIVETTHE (o~ N7 I RiEXE | vy hoItX - kLETT E:edl kil
#)_ Saccharomyces cevevisiae

a-Keto ester reductase (a-Keto amide re-

ductase)

L-AEgrt R arr—+t (H&] L-E4®5t Koy r—+ [W&]

L-Lactate dehydrogenase (1.1.1.27)

L-Lactate dehydrogenase (1.1.1.27)
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