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Tk ROERETTHE [H&] Tk FOERETEE [H&]
Dihydrofolate reductase (1.5. 1. 3) Dihydrofolate reductase (1.5.1.3)

A=V EEE [H&] A= IR EREE [H&]
Diol dehydrogenase (1.1.1.-) Diol dehydrogenase (1.1.1.-)

DN T 4 RS ETBHBEEDsbA (dsbA) IixUFy-ay Coraz] Gzl
Disulfide oxidoreductase DsbA Escherichia coli

DNAY H—F [H&] DNAY H—F [#&]
DNA ligase (6.5.1. 1) DNA ligase (6.5.1.1)

[H&] [H&] (W& ] [H&]
TN RINVT I BAFL Y- (H&] INT RIINTIJBFFI Y- (%]

Fructosyl-amino acid oxidase (1.5.3.-)

Fructosyl-amino acid oxidase (1.5.3.-)

IND RN RTFREFH—1

Fructosyl-amino acid oxidase (1.5.3.-)

RZPUDTA - FLF L

Penicillium terrenum (Eupenicillium ter-

TN R RTF REAF T —E

Fructosyl-amino acid oxidase (1.5.3.-)

AYRZIYTA - FLF L

Eupenicillium terrenum

renum)

IV NINT I B FII— 13 INT WIINT I BEFIF—F (%]
Fructosyl-amino acid oxidase (1.5.3.-) Fructosyl-amino acid oxidase (1.5.3.-)

(0] (] 1 [W&]
w5 —+t 1 s —€ (%]
Endo-1, 4- 8 -D-glucanase (3.2.1.4) Endo-1, 4- B-D-glucanase (3.2.1.4)

[Hl5] (%] st YIOItLAX-E)T4TK

Endo-1, 4- B -D-glucanase (3.2.1.4) Talaromyces pinophilus (Penicillium  pi-
nophilum)

s — (M&] s — (&)
Endo-1, 4- B -D-glucanase (3.2.1.4) Endo-1, 4- B-D-glucanase (3.2.1.4)

(W& ] (W& ] 1 (%]
55— (STCE) (W& ] Vs —€ (STCE) (%]
Endo-1, 4- B -D-glucanase (3.2.1.4) Endo-1, 4- 3 -D-glucanase (3.2.1.4)
ws5—¥ YSUIVA-E/)T 4T Coraz] Eiird

Endo-1, 4- B-D-glucanase (3.2.1.4)

Talaromyces pinophilus (Penicillium pi-

nophilum)
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