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Saponin-decomposing enzyme
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Bacillus_sp. KS-Al1

287 )La— \_\E%WEW
Secondary alcohol dehydrogenase (1.1.1.1)
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Candlda parapsilosis
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Secondary alcohol dehydrogenase (1.1.1.1)
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Secretory KEXZ protease (3.4.21.61)
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Serine_hydroxymethylase (2.1.2.1)
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Escherichia coli
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Serine operon

NFIR-FIAYYITFIIVR
Bacillus amyloliquefaci
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a-2,3-Sialyltransferase (2.4.99.4)
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Photobacterium sp. JT-ISH-224
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a-2,6-Sialyltransferase (2.4.99.1)
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Photobacterium damselae.
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Sorbitol dehydrogenase (1.1.1.14).
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Pseudomonas. sp. KS-E1806
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lesuccinylase (3.5.1.18)
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|Sucrose phosphorylase (2.4.1.7)
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|Sucrose phosphorylase (2.4.1.7)
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Streptococcus. mutans.
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Tartrate-resistant acid phosphatase (3.1.3.2)
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Terephthalate 1,2-dioxygenase oxygenase large subunit
(1.14.12.15)

Comamonas testosteroni
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Terephthalate 1,2-dioxygenase oxygenase small subunit
(1.14.12.15)
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Escherichia coli
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Thioredoxin_reductase (1 8.1 9)
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D-Threonine aldolase (4.1.2.42)
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| Transaldolase (2.2.1.2)
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Escherichia coli
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Transketolase (2.2.1.1)
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Escherichia coli
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| Tryptophanase (4.1.99.1)
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Escherichia coli
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Escherichia coli
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Corynebacterit
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Tyramine oxidase (1.4.3.4)
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Arthrobacter sp. P06240
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B -Tyrosinase (4.1.99.2)
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Citrobacter intermedius
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Tyrosinase (1.14.18.1)
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Streptomyces antibioticus.
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Urate synthesis enzymes
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Phyllobacterium sp. xsant-25
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Klebsiella acrogenes
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Escherichia coli.
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Xylose isomerase (5.3.1.5)
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Escherichia_ coli.
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Xylulokinase (2.7.1.17)
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Escherichia_coli.
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Aequorea aequorea
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Streptomyces nitrosporeus
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BP230
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Bt toxin Cry4Aa
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Bacillus thuringiensis.
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