(FHE 258 =)

H

VIR 2844 11 H24 0 KEQ

7

pUC18
pUC19

pUC118

pUC119

pUC119am16 («<pUC119)

pUC119N («pUC119)

pUCSV-BSD (+pUC18)

pUR290 (—pBR322)

PUTE300K’ (—pUCT18)

pYN7 («—pBR322)

pYUK101 («~pBR322/pSC101)
pYUM201 (—pUC18)

p155 («~pUC19)

slp1S (< A phage, ¢80 phage)
slp501S-Km (< A phage, ¢ 80 phage)
slp501S-Tc (< A phage, ¢ 80 phage)
A

212001

A EMBL4

Agtl0

A gtWES

ANM742

ANM989 (— A gtWES)

ANM1070

I 1Y% 72 Rosetta(DE3)
Escherichia coli Rosetta(DE3)

pET-30a(+) (—pBR322)
pET-32¢(+) (—pBR322)

I x!)F7+3') Rosetta(DE3)pLysS
Escherichia coli Rosetta(DE3)pLysS

pET-11a (—pBR322)

I x!)F7+0') Rosetta2(DE3)
Escherichia coli Rosetta2(DE3)

pET-30a(+) («<-pBR322)
pET-47b(+) (—pBR322)

I x!)F7+-3') Rosetta2(DE3)pLysS
Escherichia coli Rosetta2(DE3)pLysS

pET SUMO (<pBR322)

I x)*7-2Y RRI pTRP («—pTZ19U)
Escherichia coli RR1

FANRFILR-ZAFTAY—EIT IR pUB110
Geobacillus stearothermophilus

J30—F5-4>Y /LA MN200-1 (FERM P-15736) pJDO1

Humicola insolens MN200-1 (FERM P-15736) pUC118

ATHAIS /RAMJR GS115

Komagataella pastoris GS115 (Pichia pastoris GS115)

pPIC3.5 (—pBR322)

aYHAIS/KZARYR KMT1
Komagataella pastoris KM71 (Pichia pastoris KMT1)

pPICY (—pBR322)

A+ HHBLTT2X—% NBRC 10746
Ogataea minuta NBRC 10746 (Pichia minuta NBRC 10746)

pOMEAT (—pUC19)
pOMEU1 (<pUC19)

Tix)F7+-3Y HB101
Escherichia coli HB101

pACYC177
pACYC184

pAT153 (—pBR322)
pAUR101

pAUR112

PpAUR123

pBluescript
pBluescript I KS(+)
pBR322

pGH55 (—pBR322)
pHSG367 (—pUC9)
pHSG396 (—pBR322)
pHSG644 (—pHSG367)
pKH1 («+—pBR322)
pKK223-3 («pBR322)
pKTN (<pBR322)
pNT203 (—pSC101)
pPALS (—pTRA415)
PRIT2T

pSTV28

pSTV29

pSV2bsr (<pBR322)
pSV2neo

pTrc99A

pTRP («—pTZ19U)
pTRP2C (<—pTRP)
pTV119N («pUC18)
pTWV228

pTWV229

pUC18

pUC19

pUCT18N («~pUC118)
pUCT19

pUCT19N (<pUC119)
slp1S (< A phage, @80 phage)
YEUra3

TOEF LT AF2TF—T41 164

Providencia stuartii 164

pBR322

Ya—REFRTFH KT2440
Pseudomonas putida KT2440

pME294 (—pVS1) (pVSTIZDW\TIHEERER RS
=3 M)

Ya—REFR-TFH TEI493
Pseudomonas putida TE3493

pACYC177

OR3YvAR-ORYIFIR J-1A
Rhodococcus rhodochrous J-1A

pK4 (—pHSG299)
pSJX (<pRC004)
pSQX (<—pRC004)

YyhAItR-ELEDT
Saccharomyces cerevisiae

pBluescript I SK(+)

pGLD906-1 (<pBR322)
pHSG399

pRS403 («—pBluescript II)
pRS404 (<pBluescript II)
pRS405 (<—pBluescript II)
pRS406 (<—pBluescript II)
pUC19

PYET1 («2um plasmid/pUC19) (TDH3TOE—4—%%
2%M)

YEp24 (<2um plasmid/pBR322)

ARLTRTAER-YEF VR TK24
Streptomyces lividans TK24

plJ385 (—plJ101)
plJ680 (—plJ101)
pUS118 (—plJ101/pUC118)

rJATILT-EYT 2
Trichoderma viride 2 (Hypocrea rufa 2)

LITMUS 28i

pCB-eg3 («-pUC119)
pPYR4 (—LITMUS28)
pUC118

T/ TV R Y TE R KC-103
| Trigonopsis variabilis KC-103

pTHY83-1

HFAEINHA— 8L I 1AM 14233
2 M 14233

pMFY31 («—RSF1010)

FAEEFR-EEUR @I EEUR ATCC 29191
Zymomonas mobilis subsp. mobilis ATCC 29191

pZA22 (—pZM2/pACYC184)

HFAEESFR-EEYR FFE EEVYR BCO1

Zymomonas _mobilis_subsp. mobilis BCO1

pUC118
pZA22 (—pZM2/pACYC184)




		2016-11-23T14:35:33+0900
	C=JP, O=National Printing Bureau, CN=Vice President
	国立印刷局
	（なし）




