(FHE 258 =)

H

VIR 2844 11 H24 0 KEQ

5

BRI | WK HN S’

AMRE— BE-NY5—
BE

NYE— (—[FHFNII—DEEEET)

FARILEILR - =H— 1208-160
Aspergillus niger 1208-160

pUC19

FRARLFNR=H— £ IURRKRILR nia2
Aspergillus niger var. macrosporus nia2

pUC118
pUC119/PTptB (—pUC119)

FARILFILR - =F— ND48
Aspergillus niger ND48

pNAN8142f («—pUC118)
puUC18
pUC118

FARNLELR-F1)E
Aspergillus oryzae

pBR322

pNAG142 (<—pUC118)
pUC19

pUC118

pUC119

Tx!F7-al) BL21
Escherichia coli BL21

pAT153 (—pBR322)

pBBR122

pBR322

pET-21a(+) (—pBR322)
pET-28a(+) (—pBR322)
pGEX-4T-3 AGST (<pGEX-4T-3<pBR322)
pGEX-6P-1 (—pBR322)
pKK388-1 (—pBR322)

pNterC1 (—pGEX-4T-3—pBR322)
pSE380 («—pTrc99A)

pTrc99A (—pBBR122)

pUCtacT7 («~pUC19)

FARILFILR - THI=U R ND205
Aspergillus phoenicis ND205

pNAN8142f (—pUC118)

Bacillus subtilis Marburg 168 B &4k

NFIRFIAYIIIFVIVR pUC18
Bacillus amyloliquefaciens

WMIHEEE68045, H17735(HE)

INFILR Y =T#+JLSR DN2461 pUB110
Bacillus licheniformis DN2461

INFILR ) ZT4)LSX DN2717 pBR322
Bacillus licheniformis DN2717 pUB110
INFILARHTTFA)R K2AT pUB110
Bacillus subtilis K2A1

NFILR-HITTA)R M168H KH pAM a1

pHA (<—pHY300PLK)
pND10 (—pWB705)
pTB53 (—pTB19)
pUB18 (—pUB110)
pUB110

pWB705 (—pUB110)

TUENFILR a3V R HPD3T

pNU210 (<—pUB110)

(Bacillus brevis HPD31-M3)

Brevibacillus choshinensis HPD31 (Bacillus brevis HPD31) pUB110
TLENRFILR-aVHRU X HPD31-M3 pHT100 («<—pHT926)
Brevibacillus choshinensis HPD31-M3 pUB110

I x!)¥7-2') BL21(DE3)
Escherichia coli BL21(DE3)

pET-15b (—pBR322)
pET-16b (<—pBR322)
pET-19b («—pBR322)
pET-21(+) (—pBR322)
pET-21a(+) (—pBR322)
pET-21b(+) (—pBR322)
pET-21d(+) (—pBR322)
PET22MCS (—pET-22b(+)—pBR322)
pET-23b(+) (—pBR322)
pET-23d(+) (—pBR322)
pET-28b(+) (—pBR322)
pET-30a(+) (—pBR322)
pET-50b(+) (—pBR322)
pETBA (—pBR322)
pETUA (<—pUC19)
pGEMEX-1 (—pBR322)
PGEX-2T (—pBR322)
pGEX-4T-1 (—pBR322)
pGEX-4T-2 (—pBR322)
pGEX-5X-1 (—pBR322)
pRSET B

pRSFDuet-1 (—RSF1030)
pT7-7 (—pBR322)
pUR292 (—pBR322)

TLENFILR VR PR HPD31-SB13
Brevibacillus choshinensis HPD31-SB13

pNF41 (—pNY326—pUB110)

I x!)F7-3') BL21(DE3)pLysS
Escherichia coli BL21(DE3)pLysS

pET-3a (—pBR322)
pET-11a (—pBR322)
pQE-80L (—pBR322)

TUENFILR-aLH P X HPD31-SP3
Brevibacillus choshinensis HPD31-SP3
(Bacillus brevis HPD31-SP3)

pBIC1 (<—pNY326)
pBIC3 (<—pNY326)
pN0326 (—pNY326)
pNC-HisE (<-pNCMO2)
pNC-HisF («<-pNCMO2)
pNC-HisT («-pNCMO2)
pNCMO2 (—pUB110/pUC119)
pNF41 (<pNY326)

pNI («<-pNCMO2)
pNI-His (<pNCMO2)
pNY326 (—pUB110)

Ix)F7-3') BL21-Codon Plus(DE3)-RIL
Escherichia coli BL21-Codon Plus(DE3)-RIL

pET-23(+) (—pBR322)
pET-24(+) (—pBR322)
pET-28a(+) (—pBR322)
pGEX-6P-2 (—pBR322)

Escherichia coli BLR

pRSET B
Ix)F7-3) BL21-TIR pARA (<—pACYC184)
Escherichia coli BL21-T1R pESP200a (<—pBR322)
Toxl)F¥7-3') BLR pTrc99A

HoOF - RAD= TK62
Candida boidinii TK62

pUC18

Ix!)¥7-2') DB3.A
Escherichia coli DB3.1

pBIN19 (—pBR322/pRK252)
pSMAB704 (<—pBR322/pVS1)
pSMAH621 (—pBR322/pVS1)
pSTARA (—pBR322/pVS1)

YRNDTYD L TEZT TR DAF-T
Corynebacterium ammoniagenes DAF-7

pRI109 (—pCG1/pBR322)

Iz F7-3') JM109(DEI)
Escherichia coli JIM109(DE3)

pQE-9 (—pBR322)
pPQE-60 (—pBR322)

AYRNYGTIYD L TIVESHL

Corynebacterium glutamicum

pBY503

pCG116 («pCG11)

pPK4 («—pHM1519/pHG298)
pRI109 (—pCG1/pBR322)

ILxY¥x7-a9B
Escherichia coli B

pHB4 (<—pBR322)

IxUF7-0Y KI2i %k
Escherichia coli K12 4k

charomid 9-20
charomid 9-28
charomid 9-36
charomid 9-42
charomid 9-52
ColE1
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