(FHE273 5

HH-

H

KiHEH

P26 12 A9 H

15

HIEEBH KCy-D4(C59A, A13TM, Q186G)
|Fluorescent protein KCy-D4

RAEF/EE KCy-G4219(K12R, F14Y, K33R, C68A, A132M,
Q187G, N201E, G206K)
Fluorescent protein KCy-G4219

ZRAERAESYE Keimad70(S61M, $62C, 192T, H94N, V123T,
N142S, N157D, F158Y, V1911, K202R, F206S, 5213A)
Fluorescent protein Keima570

HEHRENEDHR Keima-Red(LB0Q, S61L, V79F, 1925, H94N,
V123E, N142S, N157D, F158Y, Y188R, Y190E, V1911, K202R,
F206S, S213A)

Fluoresent protein Keima—-Red

ZRAHAXBEEE Keima-Red(S61F, 1927, HO4N, V123T,
N1428, N157D, F158Y, V1811, K202R, F206S, S213A)
{Fluorescent protein Keima-Red

BEERNXFEOY Kusabira~Green (K12R F14Y, V261, K33R,
K49E, S56A, T62V, C65A, P70V, Q97E, F1028, A104S, C115T,
E117Y, V123T, V1331, V140Y, T146E, T150A, C151S, F162Y,
A166E, K185E, K188E, Q190G, S192D, F193Y, G196S, C2178)
Fluorescent protein Kusabira-Green

HHEFEAR Kusabira—Orange (F163Y)
ﬁ_(:mgbnﬁmi Kusabira—Orange 1

GHESIY

BEAHNERHY Kusabira-Orange 1 (K12R, F14Y, V261, K33R,
S56A, T62V, QITE, F1028, A104S, C115T, E117Y, V123T, V1331,
T150A, C1518, F162Y, A166E, Q190G, F193Y, G1958, C217S)
Fluorescent protein Kusabira—Orange 1

THESAS

HRHFENLEOYR Kusabira-Orange 2(K12R, F14Y, V26, K33R,
K49E, S56A, T62V, P70V, QOTE, F102S, A104S, C115T, E117Y,
V123T, VI33L, TI150A, C1518; F162Y, A166E, F176M, K185E,
K188E, Q190G, $192D, F193Y, L.210Q, C217S)

\Fluorescent protein_Kusabira—Orange 2

IHESLY

HAEEEH Midoriishi~Cyan (P54S)
nt_protein i~Cyan

BB AEEEE K Mdorishi-Cyan (M44T, P54S, A67V, V130T,
F1508, R179Q, F180L)
Fluorescent protein Midoriishi-Cyan

BHAEEEH Momiji
|Fluorescent protein Momiji

FHINFHEYT

HIEAH TGuv(E140Q, VISTD, F173V)
Fluorescent protein TGuv

FERPDESS 2

HEEEXEEAM Umikinoko-Green (QBE, Y187A, Y190K, V191,
Y217N, S22541H0, K2264+h0)
Fluorescent protein Umikinoko-Green

PR =

TA—ARLYFY
Fucose lectin

FARIWFILR-FUE
Aspergillus oryzae

GAPDH (J' L7 ILTER-3-U VBB A RMFRiEF) ©OT0
-

HuhnIER-wLELT

Saccharomyces cerevisiae

Green fluorescent protein

Glygelaldehyde~3-ph nase D 70 E—4—

GFP A5

Green fluorescent protein ngb\nm coerulescens

GFP AILOSF(THFLT-ESIT)

Aequorea victoria

HFREXERETHERIIGFP(CFP) (2VHA, F65L, S66T,
Y6TW, N1471, M154T, V164A, H232L)
Green fluorescent protein

AT (IOALTEVR)T)

Aequorea victoria

HERKEFRETIERBGFP(YFP) 2V A, S66G, V6IL,
S73A, T104Y, H132L)
Green fluorescent protein

AT (TOF LT EIRIT)

Aequorea victoria

lacl Y rutr—
Jac_repressor / Lactose operon Regulator gene

TIiz)F7-ay

Escherichia coli

laclq YL w—
Jac_repressor / Lactose operon Regulator gene

Tix)F7-al
Escherichia coli

BHERFRTF (L (NER23 7S /B R K)
Leukemia inhibitory factor

IR

a BPREF (NHRIBSTI/E)

HuANIRRRLEVT

AFIALDNARE S AL 0E MBDT (NIRBITS 7S /B
IMethyl~CpG-binding protein MBD1

[

g 2-3omo O
B 2-Microglobulin / B ZIOAF—L X DEEME

=3

MRP17 ERF (R RFYZURY— L Tazyh)
Mitochondriat ribosomal protein / bR P YR —LihFTa
Zuk

YuhOzER-ZLEST

Saccharomyces cerevisiae

T/ DTN JEO— L) RA—ED 20— Sl
Mono~ and diacylglycerol lipase DZ—Sh—32—4815;

RN LT RILTA
Penicillivm camemberti

sASaEy
Myoglobin / BEREAEHHE

ek

HMEETEEOT/OT—5—E
Nitrate reductase® 73 T—4—fElg

FRRILFIAR-ZH—
Aspergillus niger

) ERBRAGTFOF—IF—5—
Nopaling synthase@A—IH—2—

VIED L ST 4F 1355~
Rhizobium radiobacter

NS08
IN protein / A $£E2—3F—5—

SLA cl857Sam TP~
A_cl857Sam phage

Single~stranded DNA-binding protein / —ZA#DNAK &R/

k1

NF-k B p50 #-T2=wk (NFk B1) DEBSESI(247-35273 /8 (kb

A -B p50 subunit

NF-k B p65 H 71wk (RELA) DR ECH] (190-201 PS/EEER (b

&)

Nuclear factor NF-kappa-B p635 subunit

FN=FoTHLRFS F—EDCK IR TR

Ornitine decarboxylase ) Rk HAlsk

P355 (358 RNARIGF O TOE~5~) HNIZV—EFAII4NR
P35S Cauliflower mosaic virus
IBREABRAHL IR (PONA) Ek

Proliferating cell nuclear antigen

ME7IOAR A(SAA) ek

Serum amyloid A

SSB 42/ H (ssb) e LR TOTTADR

Thermus aquaticus

ARLTRTFE D U(sta)
Streptavidin

FIETE
|Synaptotagmin I (Syt2)

SV40 JOE~H—
$V40 promoter.

iSimian virus 40

SV40 TN~
ISV40 enhancer

HILIMILR 40

oI857 #2\OH
ITemperature-sensitive cl-repressor.

SLA cl857Sam D7—

A _cI857Sam phage

ASG—3F—tA SLE 27—

A ~Terminase A / DNAKSEBHE A _phage

A H—IF—t Nul SLET7—T

A ~Terminase Nul / ONABEEEOY A _phage

FALEFL U (TRX) b

Thioredoxin / BEROEMEBRICRSISEAH

FAUREFI 2 HohOstR-LEST
Thioredoxin2 Saccharomyces cerevisiae
L-ALFAZo =37 -t Ix)¥F-aY

L-Threonine permease

Escherichia coli

L

BEEEEF THINFILRRTFFAH—EITANR
Transcriptional activator gene (nprA) Geobacillus stearothermophilus (Bacillus stearothermophilus.
a —Fa—FY ek

a_~Tubulin

77-tag (Protein ADZE AA2/) ABT4AYAR-FTILHIR

ZZ-tag Staphylococcus aureus

(B) ST FNRIFE

FINHIRRIZE—EDITH W RTFE IxF7-al

Alkaline phosphatase / BEE DS FIATFE Escherichia coli
FARMEARTIU BRSBTS ILRTFR FANLENR B A
Aspergillopepsin A signal peptide Aspergillus saitoi

BHETOT7—H (anS) QLT FIRTFF FRARLFNRATHI=UR

apnS signal peptide Aspergillus phoenicis
ARLTFAFAUVEED/NREREL T o

{Calreticulin ER-retention signal

HNLTAFAIBEDTRT FINARTFE =24

Calreticulin_signal peptide

cbh1 (Cellobiohydrolase 1) B 5 FILRTFR ERILT - LT7

Cellobiohydrolase 1 (chb7) signal sequence Hypocrea rufa ( Trichoderma viride)
Cytochrome ¢ oxidase ¥ 71wk WRILIVRYFRBTLIF FuhnIEX-ELEYT

Saccharomyces cerevisiae

Hy NI ELEYT
Saccharomyces cerevisiae:
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