(FHE273 5

H

KiHEH

P26 12 A9 H

13

Nucleoside deoxyribosyltransferase I (2.4.2.6)

=hJILEFZA—1 (NhhB[D21G]. NhhA[N42D, 1202T]) OFavhX-Ors372
Nitrile_hydratase (4.2.1.84) Rhodococeus rhodochrous.
RILT—E S FARLFLR Y€
Nuclease S, (3.1.30.1) Aspergillus oryzae
ROV IR THFIAJRUNR SR TS Undt) SHRIFILR -~ AT AR

Lactobacillus helveticus

ROLFUFFF—H (BTH.11158)

IN=ORNTIT BASU TV R
Burkholderia thailandensis

(RI-2-F 05/ — Bk bR
(R)-2-octano| dehydrogenase (1.1.1.1)

XHELT - D4vh—n3A

FaFI-5-UsBTALKEY L —H

Ogataea wickerhamii { Pichia finlandica)
Za~DRRG I
Neurospora crassa

Dy BRR B B R
Oxalate decarboxylase (4.1.1.2)

INFIVA S TF YR
Bacillus subtilis

* &Y OEE#THILRF L 5—E (oac)
Oxaloacetate decarboxylase (4.1.1.3)

Va—FESFRE 7847A4
Pseudomonas _sp. 1847A4

I\ FF=TERRS F—4 (PheDH)
Phenylalanine dehydrogenase (1.4.1.20)

Y—EFIF/RAER - A B—AT1DX
Thermoactinomyces intermedius

=TI NTF IV REER
L=Phenylalanine dehydrogenase (1.4.1.20)

Y—FTFTIF/RARR A E—AFAIR

Thermoactinomyces intermedius

RART/—)LE LE U EANRF L F—H
Phosphoenolpyruvate carboxylase (4.1.1.31)

WAL TG E— N,

Gluconacetobacter hanseni (Acetobacter hansenir)

6-RRRI IO b XS —4 (pfkA)
6-Phosphofructokinase (2.7.1.11)

FHRFARAF7AY—FEI(NR
Geobacillus stearothermophilus (Bacillus_stearothermophilus

B —RRKRIT AL~
—Phosphoglucomutase (5.4.2.6)

FUNAVARSVF4R
Lactococcus lactss

RRKT NA—RAIATF—H
Phosphoglucose isomerase (5.3.1.9)

FARFANRAFFOHF—ETAILR
Geobacillus stearothermophilus (Bacillus stearothermophilus)

-RRRT e o BTER DS —E
Phosphoglycerate dehydrogenese (1.1.1.85)

YRR TYD LT NEEHL

Corynebacterium glutamicum

M BIARRRT UM Lt
Phosphoglycerate mutase (54.2,11)

Ek

B BRRRT ) B LG—E

Fvk

Phosphoglycerate mutase (5.4.2.11)
AR RA—E A,
Phospholipase A, (3.1.1.4)

AR TR AR SAATRE LS~

Streptomyces violaceoruber

RRAIRT Y ) =R AU AS—H (manA)
Phosphomannose isomerase (5.3.1.8)

Tz )%7-aY
Escherichia coli

HRARAFLZ—H
Phosphopentomutase (5.4.2.7)

Y—LXH—FI(FR
Thermus thermophilus

T4 RUROLAFEFF—4
Polynucleotide 5'-hydroxyl-kinase (2.7.1.78)

T4 77—
T4 phage

A BE: AMP-R AR SV A T 5—H

FLoarbihs— a4

L-7ayy 4 fkEREEERE

Proline hydroxylase

FOFORRSIL XD LR RHI
Dactylosporangium sp. RH1

L-70Y 4 ficis KBRLBER

L-proline cis-4-hydroxylase

T AT
Ensifer melifoti (Sinorhizobium_melilot)

Protein phosphatase 2A, C—subunit (3.1.3.16)

oY SER—t GARMD Lo RF A2 DT T 44
Proline racemase (5.1.14) Clostridium_sticklandii

JaFF—E 3C ERSA/ (LR B14

Protease 3C (3.4.22.28) Human rhinovirus B14

JaF7—+H PFUS EOavhR-IyxH42R

Protease PFUS (3.421-) Pyrococcus furiosus
TATFALHRRIPA—H2A(PP2A) ATk =N

Protein phosphatase 2A, A-subunit (3.1.3.16)

TOFALRRAIFA—HE2ZA(PP2A) CHTa=wb =\

TAOrAT U 34-UA X7 F—H(PCO) (a MRUB #)
(pcaG, pcaH)

FIRbNDE— =
Acinetobacter baumannii

EAR—bF L YRR IT—FOFF—H (PPDK)
Pyruvate, orthophosphate dikinase (2.7.9.1)

HPOERRS OET
Microbispora rosea

RecA B2 13Y (recA)
RecA protein

Y—LR-IIPFANA
Thermus aquaticus

HR- S8R FHRBRRUVEDAFTH

Restriction-Modification system

HIFREEFR BamHI

Site-specific deoxyribonuclease BamHI (3.1.21.4)
FIBREEF Banlll

Site—specific deoxyribonuclease Banlll (3.1.21.4)
HIRREEF Fokl

Site—specific deoxyribonuclease Fokl (3.1.21.4,
HRBER Haelll

| _Site—specific deoxyribonuclease Haelll (3.1.21.4)

NFIR-PIRNIIIPLIVR
i Bacillus amyloliquefaciens

FROVJZNRFIR TR T4HR

Aneurinibacillus aneurinilyticus (Bacillus aneurinolyticus )
F3/ZH0ED LA T F/A(TA

Planomicrobium okeanokoites (Flavobacterium okeanokoites)
ANETASR-ISTFAHIA

Haemophilus aegyptius.

FIREEFR Hindll

Site—specific deoxyribonuclease HindIl (3.1.21.4.
HIFREESR Hinfl

Site-specific deoxyribonuclease Hinfl (3.1.21.4
FIFREFE Hpal

Site-specific deoxyribonuclease Hpal (3.1.21.4)
HIPREEF Mbol

Site—specific deoxyribonuclease Mbol (3.1.21.4)

HIRBER NgoMI

| .. Site—specific deoxyribonuclease NgoMI (3.1.21.4)
HIREESE Nspv

Site-specific deoxyribonuclease NspV (3.1.21.4)

ANEZASR AL TIIHFL
Haemophilus influenzae

ANETASA A INIHT
Haemophilus influenzae.

ANETASR AV INIIHT
Haemophilus influenzae.

ANETLFR INFGAUINIVFT
Haemophilus parainfluenzae

EFVEFR—ER
Moraxella bovis

FA)7-I/LT

Neisseria gonorrhoeae.

J AU PCC 7524
Nostoc sp. PCC 7524

HIPREEFR Pstl .
Site—specific_deoxyribonuclease Pstl (3.1.21.4)

TOETULT RFaT—T414
Providencia stuartii

HIBREEER Smal

Site—specific deoxyribonuclease Smal (3.1.21.4)
AF5—H BamHI

Site—specific DNA-methyltransferase BamHI (2.1.1.113
AFS5—H Fokl

Site~specific DNA-methyltransferase Fokl (2.1.1.72)

€5F7- Rty R

Serratia marcescens.

INFNRFIOYIITZVIVR
i Bacillus amyloliquefaciens.

TI/IHNET LA ST /(TR
Planomicrobium okeanokoites (Flavobacterium okeanokoites)

Site—specific DNA-methyltransferase Hinfl (2.1.1,72)
AF5— Hpal
Site—specific DNA—-methyliransferase Hpal (2.1.1.72)
AFS5— Mbol
Site—specific DNA-methyitransferase Mbol (2.1.1.72)

AF5—4 Haelll ANETASRIDTTAIR
Site—specific DNA-methyltransferase Haelll (2.1.1.37) H: hilus aegyptius
AF5—4 Hincll ANETASRAVIILIVHT
| Site—specific DNA-methyltransferase Hincll (2.1.1.72) H: hilus influenzae
AF5—+ Hindlll ANEDVLSR AT IVIVHL
Site~specific DNA-methyltransferase Hindlll (2.1.1.72) H: hilus influenzae M
AFT—+H Hinfl ANEIASR AT NIVHL

Haemophilus influenzae

ANETASR INFGAINIUHT
Haemophilus parainfluenzae

EIVESFR—ER
Moraxella bovis -

AF5—1 NgoMi
Site-specific DNA-methyltransferase NgoMI (2.1.1.37)

FAENTFTI/UT
Neisseria gonorrhoeas

AF5—H NspV
__Site-specific DNA-methyltransferase NspV (2.1.1.7)

/AN PCC 7524
Nostoc sp. PCC 7524

AF5—4 Pstl
Site~specific DNA-methyltransferase Pst (2.1.1.72)

JOE T T RFAT—AA
Providencia stuartii

AF5—+¥ Smal
Site—specific DNA-methyltransferase Smal (2.1.1.113)

ESFT I NEvELX
Serratia mar

YIN—RESU RPN TE—E (BEEER)
Reverse transcriptase (2.7.7.49)

EO=—~THRABEMBEDIANR

iMolony murine leukemia virus

|Purine_nucleoside phosphorylase 1(2.4.2.1)

FANRFNRXFFOH—ETAILRX
Geobacillus stearothermophilus (Bacillus stearothermophilus)

T RO A LRRRRYT—H
| phosphorylase (2.4.2.1}

LAOEFR-TIES S

E5/—AtEA—H
Pyranose oxidase (1.1.3.10)

hI5%7

Trametes versicolor (Coriolus versicolor)

EYITSTRILF L FRARYS—H (pyn)
i i (24.23.2424)

FTAENRFLRRFF7AY—ET(LA
Geobacil 7 7

P :
EAECBTALRFL5—E (poc)
Pyruvate decarboxylase (4.1.1.1)

FATEFR-EEUR

Zymomonas mobilis

JRRGLF—E T, FARLFELRA)E

Ribonuclease T (3.1.27.3) Aspergillus oryzae

T4 RNA JHi—H T4 J7—2

RNA ligase (6.5.1.3) T4 phage

SP6 RNA R AS—H SP6 J7—2

RNA polymerase (2.7.7.6) :SP6 phage

T7 RNA RUYAS—H T7 77—

BNA polymerase (2.7.7.6) T7 phage

HIR= 5 RRBER (SDA) TFRARLELR-FYE

Saponin-decomposing enzyme Aspergillus oryzae
ARV T L-TLIINDTFH LA
£ icillium brefeldianunm

HR= 5 RRRESR (SDN)
Saponin-decomposing enzyme

FAIRERARS N DIH4
Neocosmospora vasinfecta
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