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7307 )LE—+H (MalQ)
|Amylomaltase (2.4.1.25)

Y—LRATIT7TANAR
Thermus aquaticus

FLFF—E1
|Arginase 1 (3.5.3.1)

[ o

FRINIWE—E

Tox)F7-al)
Escherichia coli

FRINLE—E
Aspartate ammonia-lyase (4.3.1.1)

AYRNGTI LT IVEZD L
Corynebacterium glutamicum (Brevibacterium flavum)

F RISV A—E (aspA)
Aspartate ammonia-lyase (4.3.1.1)

Iix)F7-al
Escherichia coli

EYLEVAFIE—E
|Bilirubin_oxidase (1.3.3.5)

NFIRHITFL)R
Bacillus_subtilis

ERRRKRT ) BLI—E
Bisphosphoglycerate mutase (5.4.2.4)

(=4

D-HILINEAS—E
D-N-Carbamoylase (3.5.1.77)

SRS AJT1199
Shinella_sp. AJ11199

HLRZVRTEER
Carbonyl reductase (1.1.1.-)

FVSRRS-FILILFA
Torulaspora delbrueckii

AR=ZIVE TEER
Carbonyl reductase (1.1.1.36)

Cytochrome b5

0L P450 2C9%1 =43
Cytochrome P450 2C9*1 (1.14.14.1)

b0l P450 2C18 =
Cytochrome P450 2C18 (1.14.14.1)

< ho0L P450 2C19 ek
Cytochrome P450 2C19 (1.14.14.1)

b0 P450 2C19%1 ek
Cytochrome P450 2C19%1 (1.14.14.1)

< ho0L P450 2D6 ek
|Cytochrome P450 2D6 (1.14.14.1)

k0L P450 2E1 =43
|Cytochrome P450 2E1 (1.14.14.1)

< hon0L P450 3A4 ek
Cytochrome P450 3A4 (1.14.14.1)

SRHOL b, ERFFBcDNA

Fa—TYTEF R 2hh—

HIVRZIVRTEER
Carbonyl reductase(1.1.1.212)

DAHP L 48—+
3-Deoxy-D-arabino—-hepturosonic acid 7-phosphate synthase
(2.5.1.54)

AYFNYGTY D LT IWVEIH L

Corynebacterium glutamicum

THNFIRRTTOY—ET(ILA
Geobacillus stearothermophilus

Dihydrofolate reductase (1.5.1.3)

VOB REER (dapB) TozY¥x7-aY
Dihydrodipicolinate reductase (1.3.1.26) Escherichia coli
YOO EEHEER (dapA) Iox)F7-aY)
Dihydrodipicolinate synthase (4.2.1.52) Escherichia coli
JEFORERETER Ix)F7-ay

Escherichia coli

|Cellulase (3.2.1.4)

ALKRFVINIRTF—H TRARVFIWRTF—ITR
Carboxylesterase (3.1.1.1) Aspergillus flavus
He5—t FARLFLR - =H—
Catalase (1.11.1.6) Aspergillus niger
nE5—t TrF7-ay
|Catalase (1.11.1.6) Escherichia coli
HhE5—E REVYYLEIT4F L
Catalase (1.11.1.6) Penicillium_pinophilum
1)L 5—+ (NCEX) 305 A JLUAR
Cellulase (3.2.1.4) Humicola insol
tIL5—t (sced) ERILT-LIT7

Hypocrea rufa ( Trichoderma _viride)

ALRATFA—LIRTI—E
Cholesterol esterase (3.1.1.13)

FHUMEFRE No81-13

TH—ILBKREER
IDiol dehydrogenase (1.1.1.-)

VFF A=Y OATAATR
Shinella zoogloeoides

DNA Ufi—£
IDNA ligase (6.5.1.1)

Iox)F7-a)
Escherichia coli

T4 DNA UH—€
DNA ligase (6.5.1.1)

T4 I7—2
T4 phage

DNA 754 —+ (MutS)
DNA mismatch repair protein / DNA primase (MutS) (2.7.7.-)

Y—LRTITTAHR
Thermus aquaticus

DNA R 45—+t
DNA polymerase (2.7.7.7)

INFILRHIRTFFHR
Bacillus caldotenax

Xanth as_sp. No.81-13

ALRTFA—ILAF A —

JBENGT) LR DS-1

DNA 7R AS5—E (it #HE)
DNA polymerase (2.7.7.7)

H—FIvHR-2FHLUTVR

Thermococcus kodsakarensis (Py

ALRFA—LEFIE—H
Cholesterol oxidase (1.1.3.6)

>a—REFRE ST-200
Pseudomonas_sp. ST-200

ayoxF—€
Choline kinase (2.7.1.32)

HyhOIER-ELEDT
Saccharomyces cerevisiae

7ag DNA RUAS5—t (Nl 39 73/ BN RK)
DNA polymerase (2.7.7.7)

sp. KOD1)

Y—LR-THOTTAHR
Thermus aquaticus

Tag DNA 7R 45—t (NS 200 73/ EEA R K)
DNA polymerase (2.7.7.7)

H—LRXITIFTAHR
Thermus aquaticus

7aq DNA R 25—+ (N#iifl 235 73/BEA R %K)
DNA polymerase (2.7.7.7)

Y—LRIITTAHR
Thermus aquaticus

YU FOINNIU T
|Choline-phosphate cytidylyltransferase (2.7.7.15)

HyhAItR-ELEDT
Saccharomyces cerevisiae

Taq DNA 7R 25— (BERBIIGO RO TS/ B Arg ZE)
DNA polymerase (2.7.7.7)

HB—LR-THVFTAHR
Thermus aquaticus

QY RIH LI

o+ =7& PF1022 432-26
Rosellinia_sp. PF1022 432-26

Chorismate mutase (5.4.99.5)
HLTFH—E
Creatinase (3.5.3.3)

FILA)F AR KS-85
Alcaligenes sp. KS-85

ILTFoF+—+t (CK-BRUCK-M)
Creatine kinase B chain, M chain (2.7.3.2)

ek

IUTF=—t
Creatininase (3.5.2.10)

ISR TI) LR U-188
Flavobacterium sp. U-188

Tth DNA R AS5—+t
DNA polymerase (2.7.7.7)

H—LR-H—FT43R
Thermus thermophilus

DNA FRYA5—H 1 >z)¥7-aY
DNA polymerase 1 (2.7.7.7) Escherichia coli
DNA RYAS—E 1 (pol/AD Klenow ¥ F #8150 % JE =)
DNA polymerase 1 (2.7.7.7) Escherichia coli
DNA RYA5—H 1 SLEITT—T
DNA polymerase 1 (2.7.7.7) A _phage

ILT7F=—t
Creatininase (3.5.2.10)

Ta—REFR-TFE
Pseudomonas putida

OB VATRRNF—E
Cyclomaltodextrinase (3.2.1.54)

Pfu DNA R AS5—E 1
DNA polymerase 1 (2.7.7.7)

EQavhR-IYAHR
Z

YDZNRFIR-RT7IY AR
Lysinibacillus_sphaericus (Bacillus sphaericus)

DARFAVTUFFUT—E
Cysteine dioxygenase (1.13.11.20)

(=

DNA RYAF5—H 1
DNA polymerase 1 (2.7.7.7)

P,
=y

Y—LR-TIOTTAHAR
Thermus aquaticus

DNA R A5—E 1 (if3atE)
DNA polymerase 1 (2.7.7.7)

H—LRITIFTAHR
Thermus aquaticus

DNA RYAS—H 1
DNA polymerase I (2.7.7.7)

H—LRH—FET(FR
Thermus thermophilus

Cytochrome P450 2C9 (1.14.14.1)

b0l P450 1A1 ek
Cytochrome P450 1A1 (1.14.14.1)
koL P450 1A2 ek
|Cytochrome P450 1A2 (1.14.14.1)
b4 P450 2A6 ek
|Cytochrome P450 2A6 (1.14.14.1)
k0L P450 2B6 ek
Cytochrome P450 2B6 (1.14.14.1)
b4 P450 2C8 ek
|Cytochrome P450 2C8 (1.14.14.1)
< hon0L P450 2C9 ek

DNA RYAS—+ Il BHT1=wh
IDNA polymerase III

DNA RYA5—+ B
DNA polymerase 8 (2.7.7.7)

ZEABERBRHRILT—E

Duplex—specific nuclease

Duplex-specific nuclease

Tox)F7-aY
subunit (2.7.7.7) Escherichia coli
DNA RYAS5—+H I € $T21=wh (draQ) Iox)F7-aY
IDNA polymerase Ill_€ subunit (2.7.7.7) Escherichia coli
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