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5 Summary
(1) Classification of the products to be pro-

cured : 22

(2) Nature and quantity of the products tobe
required : Neurosurger Surgery Microscope
1 set

(3) Type of the procurement : Purchase

(4) Basic requirements of the procurement :
Refer to the instructions for detail

(5) Time-limit for the submission of com-
ments: 5: 00 P.M March 31, 2023.

(6) Contact point for the notice: Yoshitaka
Yasuda, Director, Accounting Division, Na-
tional Hospital Organization Iwakuni Clin-
ical Center, 1—1—1 Atago-Machi Iwakuni-
shi, Yamaguchi-ken 740—8510, Japan. TEL
0827—34—1000
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6 Summary
(1) Classification of the products to be pro-

cured : 24
(2) Nature and quantity of the products to be
purchased: Next-generation Sequencing
Analysis System 1 Set
(3) Type of the procurement : purchase
(4) Basic requirements of the procurement :
A) Sequence by Synthesis (SBS) chemistry
method shall be used as the reading meth-
od.
B) Two-wavelength lasers, 532nm and
457nm can be used for reading.
C) The system should be able to analyze
two or more flow cells at the same time.
D) Read length can be selected from mul-
tiple base lengths including 50, 100, and
150 bases.

E) For the base reading method, the read-
ing method from both sides of the same
DNA fragment (paired-end analysis)
should be selectable.

F) When paired-end analysis of 150 bases
is performed using appropriate flow cells,
data of 16 trillion bases or more can be
produced.

G) The system should have the capability
to obtain DNA sequence data of 52 bil-
lion reads or more per run by paired-end
sequencing.

H) The system should have the capability
to read 150 bases each by paired-end se-
quencing.

I) The quality score for paired-end analy-
sis of 50 bases should be 909 or more of
the bases above Q30 (Phred-scaled qual-
ity metric).

J) The quality score for paired-end analy-
sis of 150 bases should be at least 859 for
bases with Q30 or higher (Phred-scaled
quality metric).

K) When performing paired-end analysis
of 150 bases, the system must be capable
of completing the analysis within 50
hours.

L) The sequencer must be equipped with a
computer for analysis in the main body of
the sequencer running on an operating
system equivalent to Oracle 8 or higher,
with a main memory of 1500 GB or more
and a storage of 60 TB or higher SSD.

M) A bioinformatics second analysis pipel-
ine for applications such as whole
genome sequencing, exome sequencing,
and transcriptome expression analysis
must be built into the system.

(5) Time limit for the submission of the re-
quested material : 17: 00 16 March, 2023
(6) Contact point for the notice: Shigehiro

Akiyama, Procurement Services Office,

Finance Department, Tohoku University,
2—1—1 Katahira Aoba-ku Sendai-shi
980—8577 Japan, TEL 022—217—4869
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